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<210> 1 
<211> 2418 
<212> DNA 

<213> Homo sapiens 
<400> 1 

tggggctcca ccccggtggc ggccgctcta gaactagtgg atcccccggg ctgcaggaat 60 
tcggcacgag cacggtgaag agacatgaga ggtgtagaat ccgtgggagg cccccggcgc 120 
ccccccggtg tccccgcgag gggcccgggg cggggtccgc cggccctgcg ggccgccggt 180 
gaaataccac tactcttatc gttttttcac tgacccggtc gagcgggggg gcgagccccg 240 
aggggctctc gcttctggcg ccaagcgccc ggccgcgcgc cggccgggcg cgacccgctc 300 
cggggacagt gccaggtggg gagtttgact ggggcggtac acctgtcaaa cggtaacgca 360 
ggtgtcctaa ggcgagctca gggaggacag aaacctcccg tggagcagaa gggcaaaagc 420 
tcgcttgatc ttgattttca gtacgaatac agaccgtgta agcggggcct cacgatcctt 480 
ctgacctttt gggttttaag caggaggtgt cagaaaagtt accacaggga taactggctt 540 
gtggcggcca agcgttcatt aggacgtcgc tttttgatcc ttcgatgtcg gctcttccta 600 
tcattgtgta gcagaattca ccaagcgttg gattgttcac ccactaatag ggaacgtgag 660 
ctgggtttag accgtcgtga gacaggttat ttttacccta ctgatgattg tttgttgcca 720 
tggttatcct gctcagtacg agaggaaccg caggttcaga catttggtgt atgtgcttgg 780 
ctgaggagcc aatggggcga agctaccatc tgtgggatta tgactgacgc tctaagtcat 840 
gaatcccgcc caggcggaac gatacggcag cgccgcggag cctcggttgg cctcggatta 900 
gccggtcccc cgcctgtccc cgccggcggg ccgccccccc ccctccacgc gccccgcgcg 960 
cgcgggaggg cgcgtgcccc gccgcgcgcc gggaccgggg tccggtgcgg agtgcccttc 1020 
gtcctgggaa acggggcgcg gccggaaagg cggccgcccc ctcgcccgtc acgcaccgca 1080 
cgttcgtgct cgtgccgaat tcggcacgag tgcacccatt cacaatatac atacaagtgc 114 0 
atgtatcttt atgatataat gaattctttt cctttgggta gatatccagt agtgggattg 1200 
ctagatcacc tggtagttct atttctggtt tatttagaaa tcttcatact gatttccata 1260 
gaggttgtac aaatttacat ccctaccaaa gtgatttttt taaatatgaa agaatggtct 1320 
ggagaaatgc ccctcattag tatccccctt ttacctctct actgcagaat gacttcaagg 1380 
ggtacaggta tttacaagct tcatcataca gacaaattga atattgaaat tttctgcata 1440 



agaggcacag attttaggat tcaaagttgt atgaacaagg acaagtgctc tagggacttg 1500 
caaagctgga attggaaatc tcagatgaaa tacatttcta gtagtaccac cagcatatat 1560 
tctactgaat tggcttttgt gatcatcatt aatacctact tattaaaact aatgaaaagg 1620 
gtttatatca aatatacttt aaggtataaa aatcaaatta taggtaaagc tgttttcttt 1680 
agcattttaa tttcaaaaca taaaatagct accgtctatt gggcatttat actgtacgag 174 0 
acactgtgtt tgtcacattt caaaaatgtt ctcatggtaa tgttcacaat aattctgtcg 1800 
ggtgagaaaa tagtcttacc gtagtaagac tattcagtaa aacgaaacct ctgaaccttg 1860 
gagttcaact tgcgcaaagt tagtaacagg actaggactt gaacctgaac catcacactc 1920 
gagatctctc cataccacac tgctagcaca tgtgcctgtc atcttattcc tggctccctt 1980 
ttttatttcc tttcccttcc tcccacaacc cctttttccc cccatttctt tctttctttt 2040 
tatttgttaa ttacataact aatacatgtt tatgagaaca attgatatag cacaaaagga 2100 
tataaagtac gggggagtga tagctcatcc ctgtaatcct agcactttgg aaggccaagg 2160 
caggcagatc actttgagtc cagagttcga gaccagcctg ggcaacatgg tgaaaccctg 2220 
tctctacaaa aaaatacaaa aaatttagcc gggcgtgctg gcacagacct gtagtctcag 2280 
ctactctgag ggctgaggtg ggaagattga ttgagcccag gaggtggaag ctgcagcagt 234 0 
gcgctgagat tgcgccattg cactccagcc tgggtgagag agagagaccc tgtctccaaa 2400 
aaaaaaaaaa aaaaaaaa 2418 



<210> 2 

<211> 2326 

<212> DNA 

<213> Homo sapiens 

<400> 2 

cggcacgagc acggtgaaga gacatgagag gtgtagaata agtgggaggc ccccggcgcc 60 
cccccggtgt ccccgcgagg ggcccgcggg tccgccggcc cgcgggcgcc ggtgaaatac 120 
cactactctg atcgtttttt cactgacccg gtgaggcggg gggcgagccc cgaggggctc 180 
tcgcttctgg cgccaagcgc ccggccgcgc gccggccggg cgcgacccgc tccggggaca 240 
gtgccagtgg ggagtttgac tggggcggta cacctgtcaa acggtaacgc aggtgtccta 300 
aggcgagctc agggaggaca aaacctcccg tggagcagaa gggcaaaatg atcttgattt 360 
tcagtacgaa tacagaccgt gaaagcgggg cctcagatct tctgaccttt tgggttttaa 420 
gcaggaggtg tcagaaaagt taccacaggg ataactggct tgtggcggcc aagcgttcaa 480 
agcgacgtcg ctttttgatc cttcgatgtc ggctcttcct atcattggga agcagaattc 540 
accaagcgtt ggattgttca cccactaata gggaacgtga gctgggttta gaccgtcgtg 600 
agacaggttt gtttacccta ctgatgatgt gttgttgcca tggtaatcct gctcagtacg 660 
agaggaaccg caggttcaga catttggtgt atgtgcttgg ctggggagcc aatggggcga 720 
agctaccatc tgtgggatta ttactgaacg cctctaagtc agaatcccgc ccaggcggaa 780 
cgatacggca gcgccgcgga gcctcggttg gcctcggatg gccggtcccc cgcctgtccc 840 
cgccggcggg cgcccccccc cctccacgcg ccccgcgcgc gcgggagggc gcgtgccccg 900 
ccgcgcgccg ggaccggggt ccggtgcgga gtgcccttcg tcctgggaaa cggggcgcgg 960 
ccggaaaggc ggccgccccc tcgcccgtca cgcaccgcac gttcgtgctc gtgccgaatt 1020 
cggcacgagt agcaccattc acaatagaca tacaagtgca tgtatcttta ttatataatg 1080 
aattcttttc ctttggggag atatccagta gtgggattgc tagatcacct ggtagttcta 1140" 
tttctggttt attgagaaat cttcatactg atttccatag aggttgtaca aatttacatc 1200 
cctaccaagt gattttttta aatatgaaag aatggtctgg agaaatgccc ctcattagta 1260 
tccccctttt acctctctac tgcagaatga cttcaagggg tacaggtatt tacaagtttc 1320 
attatacaga caaattgaat attgaaattt ctgcattaga ggcacagatt ttaggattca 1380 



'.Printed 20 09-2001 



^ 2 iiii 



aagttgtaag aacaaggaca agtgctctag 
gaagaaatac atttctagta gtaccaccag 
atcatttata cctacttatt aaaactaatg 
taaaaaaatc aaattatagg aaaagctgtt 
atagctaccg tctattgggc atttatactg 
aatgttctca tggtaatgtt cacaataatt 
taagactatt cagaaacgaa acctctgaac 
caggactagg acttgaacct gaaccatcac 
cacatgtgcc tgtcatctta ttcctggctc 
accccttttt ccccccattt cttttctttc 
tgtttatcag aacaattgat atagcacaaa 
atccctgtaa tctagcactt tggaaggcca 
agaccagcct gggcaacatg gtgaaaccct 
gggcgtgctg gcacacacct gtagtctcag 
Ctgagcccag gaggtggaag ctgcagcagt 
tgggtgagag agagagaccc tgtcttcaaa 



ggacttgcaa agctggaatt ggaaatctca 1440 
catatattct actgaattgg ctttgtgatc 1500 
aaaagggttt atatcaaata tactttaagg 1560 
ttcttttgca ttttaatttc aaaacaaaaa 1620 
taccagacac tgtgtttgtc acatttcaaa 1680 
ctgtagggtg gagaaatagt cttaccgtag 1740 
cttggagttc aacttgcgca aagttagtaa 1800 
actccagatc tctccatacc acactgctag 1860 
cctkyttatt tcctttccct tcctcccaca 1920 
tttttatttg ttaattacat aactaataca 1980 
aggatataaa gtacgggtga gtgatagctc 2040 
aggcaggcag atcacttgat ccagagttcg 2100 
gtctctacaa aaaaatacaa aaatttagcc 2160 
ctactctgag ggctgaggtg ggaagattga 2220 
gcgctgagat tgcgccattg cactccagcc 2280 
aaaaaaaaaa aaaaaa 2326 



<210> 3 

<211> 2355 

<212> DNA 

<213> Homo sapiens 

<400> 3 

gaattcggca cgagcacggt gaagagacat 
gcgccccccc ggtgtccccg cgaggggccc 
cggtgaaata ccactactct gatcgttttt 
cccgaggggc tctcgcttct ggcgccaagc 
gctccgggga cagtgccagg tggggagttt 
cgcaggtgtc ctaaggcgag ctcagggagg 
aagctcgctt gatcttgatt ttcagtacga 
ccttctgacc ttttgggttt taagcaggag 
gcttgtggcg gccaagcgtt catagcgacg 
cctatcattg tgaagcagaa ttcaccaagc 
tgagctgggt ttagaccgtc gtgagacagg 
gccatggtaa tcctgctcag tacgagagga 
ttggctgagg agccaatggg gcgaagctac 
agtcagaatc ccgcccaggc ggaacgatac 
gatagccggt cccccgcctg tccccgccgg 
cgcgcgcggg agggcgcgtg ccccgccgcg 
cttcgtcctg ggaaacgggg cgcggccgga 
cgcacgttcg tgctcgtgcc gaattcggca 
gtgcatgtat ctttatgata taatgaattc 
attgctagat cacctggtag ttctatttct 
catagaggtt gtacaaattt acatccctac 
tctggagaaa tgcccctcat tagtatcccc 
aggggtacag gtatttacaa gtttcattat 
taagaggcac agattttagg attcaaagtt 



gagaggtgta gaataagtgg gaggcccccg 60 
ggggcggggt ccgccggccc tgcgggccgc 120 
tcactgaccc ggtgaggcgg gggggcgagc 180 
gcccggccgc gcgccggccg ggcgcgaccc 240 
gactggggcg gtacacctgt caaacggtaa 300 
acagaaacct cccgtggagc agaagggcaa 360 
atacagaccg tgaaagcggg gcctcacgat 420 
gtgtcagaaa agttaccaca gggataactg 480 
tcgctttttg atccttcgat gtcggctctt 540 
gttggattgt tcacccacta atagggaacg 600 
ttagttttac cctactgatg atgtgttgtt 660 
accgcaggtt cagacatttg gtgtatgtgc 720 
catctgtggg attatgactg aacgcctcta 780 
ggcagcgccg cggagcctcg gttggcctcg 840 
cgggccgccc ccccccctcc acgcgccccg 900 
cgccgggacc ggggtccggt gcggagtgcc 960 
aaggcggccg ccccctcgcc cgtcacgcac 1020 
cgagtagcac cattcacaat agacatacaa 1080 
ttttcctttg ggtagatatc cagtagtggg 1140 
ggtttattga gaaatcttca tactgatttc 1200 
caagtgattt ttttaaatat gaaagaatgg 1260 
cttttacctc tctactgcag aatgacttca 1320 
acagacaaat tgaatattga aatttctgca 1380 
gtatgaacaa ggacaagtgc tctagggact 1440 
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tgcaaagctg gaattggaaa tctcagatga 
attctactga attggctttg tgatcatcat 
ggtttatatc aaatatactt taaggtataa 
tagcatttta 'atttcaaaac ataaaatagc 
gacactgtgt ttgtcacatt tcaaaaatgt 
gggtgagaaa tagtcttacc gtagtaagac 
agttcaactt gcgcaaagtt agtaacagga 
agatctctcc ataccacact gcragcacat 
atttcccttt ttatttcctt tcccttcctc 
ctttcttttt aattgttaat tacataacta 
acaaaaggat ataaagtacg ggtgagtgat 
aggccaaggc aggcagatca cttgagtcca 
aaaccctgtc tctacaaaaa aatacaaaaa 
gtctcagcta ctctgagggc tgaggtggga 
cagcagtgcg ctgagattgc gccattgcac 
ctcaaaaaaa aaaaa 



aatacatttc tagtagtacc accagcatat 1500 
taatacctac ttattaaaac taatgaaaag 1560 
aaatcaaatt ataggtaaag ctgttttctt 1620 
taccgtctat tgggcattta tactgtacca 1680 
tctcatggta atgttcacaa taattctgta 1740 
tattcagtaa acgaaacctc tgaaccttgg 1800 
ctaggacttg aacctgaacc atcacactcc 1860 
gtgcctgtca tcttattcct ggctcctgtt 1920 
ccacaacccc tttttccccc catttctttt 1980 
atacatgctt atcagaacaa ttgatatagc 2040 
agctcatccc tgtaatccta gcactttgga 2100 
gagttcgaga ccagcctggg caacatggtg 2160 
tttagccggg cgtgctggca cacacctgta 2220 
agattgattg agcccaggag gtggaagctg 2280 
tccagcctgg gtgagagaga gagaccctgt 2340 
2355 



<210> 4 

<211> 2333 

<212> DNA 

<213> Homo sapiens 

<'400> 4 

gcacgagatt cccactgtcc ctacctacta tccagcgaaa ccacagccaa gggaacgggc 60 
ttggcggaat cagcggggaa agaagaccct gttgagcttg ggcccccggc gcccccccgg 120 
tgtccccgcg aggggcccgg ggcggggtcc gccggccctg cgggccgccg gtgaaatacc 180 
actactctga tcgttttttc actgacccgg tgaggcgggg gggcgagccc cgaggggctc 240 
tcgcttctgg cgccaagcgc ccggccgcgc gccggccggg cgcgacccgc tccggggaca 300 
gtgccaggtg gggagtttga ctggggcggt acacctgtca aacggtaacg caggtgtcct 360 
aaggcgagct cagggaggac agaaacctcc cgtggagcag aagggcaaaa gctcgcttga 420 
tcttgatttt cagtacgaat acagaccgtg aaagcggggc ctcacgatcc ttctgacctt 480 

ttgggtttta agcaggaggt gtcagaaaag ttaccacagg gataactggc ttgtggcggc 54 0 ! 

caagcgttca tagcgacgtc gctttttgat ccttcgatgt cggctcttcc tatcattgtg 600 j 

aagcagaatt caccaagcgt tggattgttc acccactaat agggaacgtg agctgggatt 660 

agaccgtcgt gagacaggtt agttttaccc tactgatgat gtgttgttgc catggtaatc 720 

ctgctcagta cgagaggaac cgcaggttca gacatttggt gtatgtgctt ggctgaggag 780 

ccaatggggc gaagctacca tctgtgggat tatgactgaa cgcctctaag tcagaatccc 840 

gcccaggcgg aacgatacgg cagcgccgcg gagcctcggt tggcctcgga tagccggtcc 900 

cccgcctgtc cccgccggcg ggccgccccc ccctccacgc gccccgcgcg cgcgggaggg 960 

cgcgtgcccc gccgcgcgcc gggaccgggg tccggtgcgg agtgcccttc gtcctgggaa 1020 

acggggcgcg gccggaaagg cggccgcccc ctcgcccgtc acgcaccgca cgttcgtggg 1080 

gaacctggcg ctaaaccacc tccatctcca gtcctcagcc tggcaagctg aggagcccct 1140 

tcctgcagaa gcagctcacc caaccagaga cccactttgg cagagagcca gctgctgcca 1200 

tctcaaggcc cagggcagat ctccctgctg aggagccggc gcccagcact cctccatgtc 1260 

tggtgcaggc agaagaggag gctgtgtatg aggaacctcc agagcaggag accttctacg 1320 I 
agcagccccc actggtgcag cagcaaggtg ctggctctga gcacattgac caccacattc 1380 
agggccaggg gctcagtggg caagggccct gtgcccgtgc cctgtacgac taccaggcag 1440 





ccgacgacac agagatctcc tttgaccccg agaacctcat cacgggcatc gaggtgatcg 1500 
acgaaggctg gtggcgtggc tatgggccgg atggccattt tggcatgttc cctgccaact 1560 
acgtggagct cattgagtga ggctgagggc acatcttgcc cttcccctct cagacatggc 1620 
ttccttattg ctggaagagg aggcctggga gttgacattc agcactcttc caggaatagg 1680 
acccccagtg aggatgaggc ctcagggctc cctccggctt ggcagactca gcctgtcacc 1740 
ccaaatgcag caatggcctg gtgattccca cacatccttc ctgcatcccc cgaccctccc 1800 
agacagcttg gctcttgccc ctgacaggat actgagccaa gccctgcctg tggccaagcc 1860 
ctgagtggcc actgccaagc tgcggggaag ggtcctgagc aggggcatct gggaggctct 1920 
ggctgccttc tgcatttatt tgcctttttt ctttttctct tgcttctaag gggtggtggc 1980 
caccactgtt tagaatgacc cttgggaaca gtgaacgtag agaattgttt ttagcagagt 2040 
ttgtgaccaa agtcagagtg gatcatggtg gtttggcagc agggaatttg tcttgttgga 2100 
gcctgctctg tgctccccac tccatttctc tgtccctctg cctgggctat gggaagtggg 2160 
gatgcagatg gccaagctcc caccctgggt attcaaaaac ggcagacaca acatgttcct 2220 
ccacgcggct cactcgatgc ctgcaggccc cagtgtgtgc ctcaactgat tctgacttca 2280 
ggaaaagtaa aaaaaaaaaa aaaaaactcg agaagctttg gacttcttcg cca 2333 



<210> 5 
<211> 21 
<212> DNA 

<213> Homo sapiens 
<400> 5 

gcgccggccg ggcgcgaccc g 

<210> 6 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 6 

gcaatctcag cgcactgctg c 

<210> 7 
<211> 2843 
<212> DNA 

<213> Homo sapiens 



ctttgggagg ccgaggccgt aggatccctc gaggaatcgc ctaaccctgg ggaggttgag 60 
gttgcagtga gtgagccata gttgtgtcac tgtgctccag tctgggcgaa agacagaatg 120 
aggccctgcc acaggcaggc aggcaggcag gcaggcagaa agacaacagc tgtattatgt 180 
tcttctcagg gtaggaagca aaaataacag aatacagcac ttaattaatt tttttttttt 240 
ccttcggacg gagtttcact cttggtgccc acgctggagt gcagtggcac catctcggct 300 
caccgcaacc tccacctccc gcgttcaagc gattctcctg cctcagcctc ctgagtagct 360 
gggattacag ggaggagcca ccacacccag ctgattttgt attgttagta gagacggcat 420 



<400> 7 



5 




i 




ttctccatgt gggtcaggct ggtctcgaac tggcgacccc agtggatctg cccgccccgg 480 
cctcccaaag tgctggggtg acaggcgtga gccatcgtga ctggccggct acgtttattt 54 0 
atttattttt ttaattattt tacttttttt tagttttcca ttttaatcta tttatttatt 600 
tacatttatt tatttattta tttatttact tatttattta ttttcgagac agactctcgc 660 
tctgctgccc aggctggagt gcagcggcgt gatctcggct cactgcaacg tccgcctccc 720 
gggttcacgc cattctcctg cctcagcctc ccaagtagct gggactacag gcgcccgcca 780 
ccgtgcccgg ctaacttttt gtattttgag tagagatggg gtttcactgt ggtagccagg 840 
atggtctcga tctcctgacc ccgtgatccg tccacctcgg cctcccaaag tgctgggatg 900 
acaggcgtga gccaccggcc ccggcctatt tatctattta ttaactttga gtccaggtta 960 
tgaaaccagt tagtttttgt aatttttttt tttttttttt ttttttgaga cgaggtttca 1020 
ccgtgttgcc aaggcttgga ccgagggatc caccggccct cggcctccca aaagtgcggg 1080 
gatgacaggc gcgagcctac cgcgcccgga cccccccttt ccccttcccc cgcttgtctt 1140 
cccgacagac agtttcacgg cagagcgttt ggctggcgtg cttaaactca ttctaaatag 1200 
aaatttggga cgtcagcttc tggcctcacg gactctgagc cgaggagtcc cctggtctgt 1260 
ctatcacagg accgtacacg taaggaggag aaaaatcgta acgttcaaag tcagtcattt 1320 
tgtgatacag aaatacacgg attcacccaa aacacagaaa ccagtctttt agaaatggcc 1380 
ttagccctgg tgtccgtgcc agtgattctt ttcggtttgg accttgactg agaggattcc 14 40 
cagtcggtct ctcgtctctg gacggaagtt ccagatgatc cgatgggtgg gggacttagg 1500 
ctgcgtcccc ccaggagccc tggtcgatta gttgtgggga tcgccttgga gggcgcggtg 1560 
acccactgtg ctgtgggagc ctccatcctt ccccccaccc cctccccagg gggatcccaa 1620 
ttcattccgg gctgacacgc tcactggcag gcgtcgggca tcacctagcg gtcactgtta 1680 
ctctgaaaac ggaggcctca cagaggaagg gagcaccagg ccgcctgcgc acagcctggg 174 0 
gcaactgtgt cttctccacc gcccccgccc ccacctccaa gttcctccct cccttgttgc 1800 
ctaggaaatc gccactttga cgaccgggtc tgattgacct ttgatcaggc aaaaacgaac 1860 
aaacagataa ataaataaaa taacacaaaa gtaactaact aaataaaata agtcaataca 1920 
acccattaca atacaataag atacgatacg ataggatgcg ataggatacg ataggataca 1980 
atacaatagg atacgataca atacaataca atacaataca atacaataca atacaataca 2040 
atacaataca atacaatacg ccgggcgcgg tggctcatgc ctgtcatccc gtcactttgg 2100 
gatgccgagg tggacgcatc acctgaagtc gggagttgga gacaagcccg accaacatgg 2160 
agaaatcccg tctcaattga aaatacaaaa ctagccgggc gcggtggcac atgcctataa 2220 
tcccagctgc taggaaggct gaggcaggag aatcgcttga acctgggaag cggaggttgc 2280 
agtgagccga gattgcgcca tcgcactcca gtctgagcaa caagagcgaa actccgtctc 2340 
aaaaataaat acataaataa atacatacat acatacatac atacatacat acatacatac 2400 
ataaattaaa ataaataaat aaaataaaat aaataaatgg gccctgcgcg gtggctcaag 2460 
cctgtcatcc cctcactttg ggaggccaag gccggtggat caagaggcgg tcagaccaac 2520 
agggccagta tggtgaaacc ccgtctctac tcacaataca caacattagc cgggcgctgt 2580 
gctgtgctgt actgtctgta atcccagcta ctcgggaggc cgagctgagg caggagaatc 2640 
gcttgaacct gggaggcgga ggttgcagtg agccgagatc gcgccactgc aacccagcct 2700 
gggcgacaga gcgagactcc gtctccaaaa aatgaaaatg aaaatgaaac gcaacaaaat 27 60 
aattaaaaag tgagtttctg gggaaaaaga agaaaagaaa aaagaaaaaa acaacaaaac 2820 
agaacaaccc caccgtgaca tac 2843 



<210> 8 

<211> 1331 

<212> DNA 

<213> Homo sapiens 
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fepolirie- File-Inspection 



I 



<400> 8 

atggcggcga acctgagccg gaacgggcca 
accgagaagt ccccgaccga ctgggctctc 
cgcgtggctg gcacagggga gggtggcctg 
aaggtgatgt acgccttctg cagagtgaag 
ctcatcaact ggacaggcga gggcgtgaac 
gtcagcacca tggccagctt cctgaagggg 
gaggatgtgg agcctgagtg catcatggag 
agctttcaca aggagagtgg ccgcttccag 
gtgtaccaga agaccaatgc cgtgtctgag 
gccaaagcag agaaggagga ggagaaccgt 
gcacagcggc agctggagca ggagcgccgg 
gagcagcgct atcaggagca gggtggcgag 
caagaagtgg tttcaaggaa ccgaaatgag 
ttcaagcaga aggagagggc catgtccacc 
ctgaggagcc ccttcctgca gaagcagctc 
ccagctgctg ccatctcaag gcccagggca 
actcctccat gtctggtgca ggcagaagag 
gagaccttct acgagcagcc cccactggtg 
gaccaccaca ttcagggcca ggggctcagt 
gactaccagg cagccgacga cacagagatc 
atcgaggtga tcgacgaagg ctggtggcgt 
ttccctgcca actacgtgga gctcattgag 
agagaaaaaa c 



gcgctgcaag aggcctacgt gcgggtggtc 60 
tttacctatg aaggcaacag caatgacatc 120 
gaggagatgg tggaggagct caacagcggg 180 
gaccccaact ctggactgcc caaatttgtc 240 
gatgtgcgga agggagcctg tgccagccac 300 
gcccatgtga ccatcaacgc acgggccgag 360 
aaggtggcca aggcttcagg tgccaactac 420 
gacgtgggac cccaggcccc agtgggctct 480 
attaaaaggg ttggtaaaga cagcttctgg 54 0 
cggctggagg aaaagcggcg ggccgaggag 600 
gagcgtgagc tgcgtgaggc tgcacgccgg 660 
gccagccccc agaggacgtg ggagcagcag 720 
caggagtctg ccgtgcaccc gagggagatt 780 
acctccatct ccagtcctca gcctggcaag 840 
acccaaccag agacccactt tggcagagag 900 
gatctccctg ctgaggagcc ggcgcccagc 960 
gaggctgtgt atgaggaacc tccagagcag 1020 
cagcagcaag gtgccggctc tgagcacatt 1080 
gggcaagggc tctgtgcccg tgccctgtac 1140 
tcctttgacc ccgagaacct catcacgggc 1200 
ggctatgggc cggatggcca ttttggcatg 1260 
tgaggctgag ggcggccgct agactagtct 1320 
1331 



<210> 9 
<211> 760 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> UNSURE 
<222> (16) 



<220> 

<221> UNSURE 
<222> (41) 



<220> 

<221> UNSURE 
<222> (44) 



<220> 

<221> UNSURE 
<222> (48) 



Pnmed^O-O^od, fepolind rite inspection 



<221> UNSURE 
<222> (64) 





<220> 




<221> UNSURE 




<222> (96) 




<220> 




<221> UNSURE 


31; 


<222> (112) 








<220> 


== : 


<221> UNSURE 




<222> (118) 




<220> 




<221> UNSURE 




<222> (131) 




<220> 




<221> UNSURE 




<222> (144) 




<220> 




<221> UNSURE 




<222> (160) 




<220> 




<221> UNSURE 




<222> (168) 




<220> 




<221> UNSURE 




<222> (173) 




<220> 




<221> UNSURE 




<222> (192) 




<220> 




<221> UNSURE 




<222> (198) 




<220> 




<221> UNSURE 




<222> (208) 




<220> 



<221> UNSURE 
<222> (227) 

<220> 

<221> UNSURE 
<222> (240) 

<220> 

<221> UNSURE 
<222> (256) 

<220> 

<221> UNSURE 
<222> (264) 

<220> 

<221> UNSURE 
<222> (276) 

<220> 

<221> UNSURE 
<222> (288) 

<220> 

<221> UNSURE 
<222> (302) 

<220> 

<221> UNSURE 
<222> (304) 

<220> 

<221> UNSURE 
<222> (336) 

<220> 

<221> UNSURE 
<222> (352) 

<220> 

<221> UNSURE 
<222> (383) 

<220> 

<221> UNSURE 
<222> (399) 



<220> 



<221> UNSURE 
<222> (431) 

<220> 

<221> UNSURE 
<222> (447) 

<220> 

<221> UNSURE 
<222> (479) 

<220> 

<221> UNSURE 
<222> (495) 

<220> 

<221> UNSURE 
<222> (520) 

<220> 

<221> UNSURE 
<222> (527) 

<220> 

<221> UNSURE 
<222> (543) 

<220> 

<221> UNSURE 
<222> (552) 

<220> 

<221> UNSURE 
<222> (575) 

<220> 

<221> UNSURE 
<222> (591) 

<220> 

<221> UNSURE 
<222> (622) 

<220> 

<221> UNSURE 
<222> (639) 

<220> 



[pri it< ci:20-( 9-2 01 
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^epoline - File Inspection 



<221> UNSURE 
<222> (671) 



<220> 

<221> UNSURE 
<222> (687) 

<220> 

<221> UNSURE 
<222> (719) 

<220> 

<221> UNSURE 
<222> (735) 

<400> 9 

His Glu He Pro Thr Val Pro Thr Tyr Tyr Pro Ala Lys Pro Gin Xaa 
15 10 15 

Glu Arg Ala Trp Arg Asn Gin Arg Gly Lys Lys Thr Leu Leu Ser Thr 
20 25 30 

Leu Val Trp His Gly Glu Glu Thr Xaa Glu Val Xaa Asn Lys Trp Xaa 
35 40 45 

Ala Pro Gly Ala Pro Pro Val Ser Pro Arg Gly Ala Arg Gly Gly Xaa 

50 55 60 

Arg Pro Cys Gly Pro Pro Val Lys Tyr His Tyr Ser Asp Arg Phe Thr 
65 70 75 80 

Asp Pro Val Arg Arg Gly Gly Glu Pro Arg Gly Ala Leu Ala Ser Xaa 

85 90 95 

Ala Lys Arg Pro Ala Ala Arg Arg Pro Gly Ala Thr Arg Ser Gly Xaa 
100 105 110 

Ala Arg Trp Gly Val Xaa Leu Gly Arg Tyr Thr Cys Gin Thr Val Gin 
115 120 125 

Val Ser Xaa Gly Glu Leu Arg Glu Asp Arg Asn Leu Pro Trp Ser Xaa 
130 135 140 

Arg Ala Lys Ala Arg Leu He Leu He Phe Ser Thr Asn Thr Asp Xaa 
145 150 155 160 

Ser Gly Ala Ser Arg Ser Phe Xaa Pro Phe Gly Phe Xaa Ala Gly Val 
165 170 175 



11 

;epoline;;File-| r ispecti6h 



Arg Lys Val Thr Thr Gly lie Thr Gly Leu Trp Arg Pro Ser Val Xaa 
180 185 190 



Ser Asp Val Ala Phe Xaa Ser Phe Asp Val Gly Ser Ser Tyr His Xaa 
195 200 205 

Ala Glu Phe Thr Lys Arg Trp lie Val His Pro Leu lie Gly Asn Ser 
210 215 220 

Trp Asp Xaa Thr Val Val Arg Gin Val Ser Phe Thr Leu Leu Met Xaa 
225 230 235 240 

Cys Cys Cys His Gly Asn Pro Ala Gin Tyr Glu Arg Asn Arg Arg Xaa 
245 250 255 

His Leu Val Tyr Val Leu Gly Xaa Gly Ala Asn Gly Ala Lys Leu Ser 
260 265 270 

Val Gly Leu Xaa Leu Asn Ala Ser Lys Ser Glu Ser Arg Pro Gly Xaa 
275 280 285 

Thr lie Arg Gin Arg Arg Gly Ala Ser Val Gly Leu Gly Xaa Pro Xaa 

290 295 300 

Arg Leu Ser Pro Pro Ala Gly Arg Pro Pro Leu His Ala Pro Arg Arg 
305 310 315 320 

Gly Arg Ala Arg Ala Pro Pro Arg Ala Gly Thr Gly Val Arg Cys Xaa 
325 330 335 

Val Pro Phe Val Leu Gly Asn Gly Ala Arg Pro Glu Arg Arg Pro Xaa 

340 345 350 

Arg Pro Ser Arg Thr Ala Arg Ser Trp Gly Thr Trp Arg Thr Ser lie 
355 360 365 

Ser Ser Pro Gin Pro Gly Lys Leu Arg Ser Pro Phe Leu Gin Xaa Gin 
370 375 380 

Leu Thr Gin Pro Glu Thr His Phe Gly Arg Glu Pro Ala Ala Xaa Ser 
385 390 395 400 

Arg Pro Arg Ala Asp Leu Pro Ala Glu Glu Pro Ala Pro Ser Pro Pro 
405 410 415 

Cys Leu Val Gin Ala Glu Glu Glu Ala Val Tyr Glu Glu Pro Xaa Glu 
420 425 430 



12 




Gin Glu Thr Phe Tyr Glu Gin Pro Pro Leu Val Gin Gin Gin Xaa Gly 
435 440 445 



Ser Glu His lie Asp His His lie Gin Gly Gin Gly Leu Ser Gin Gly 
450 455 460 

Leu Cys Ala Arg Ala Leu Tyr Asp Tyr Gin Ala Ala Asp Asp Xaa Glu 
465 470 475 480 

lie Ser Phe Asp Pro Glu Asn Leu lie Thr Gly lie Glu Val Xaa Glu 
485 490 495 

Gly Trp Trp Arg Gly Tyr Gly Pro Asp Gly His Phe Gly Met Pro Ala 
500 505 510 

Asn Tyr Val Glu Leu lie Glu Xaa Gly Xaa Gly His lie Leu Xaa Phe 
515 520 525 

Pro Ser Gin Thr Trp Leu Pro Tyr Cys Trp Lys Arg Arg Pro Xaa Xaa 
530 535 540 

His Ser Ala Leu Phe Gin Glu Xaa Asp Pro Gin Xaa Gly Xaa Leu Arg 
545 550 555 560 

Ala Pro Ser Gly Leu Ala Asp Ser Ala Cys His Pro Lys Cys Xaa Asn 
565 570 575 

Gly Leu Val He Pro Thr His Pro Ser Cys He Pro Arg Pro Xaa Thr 
580 585 590 

Ala Trp Leu Leu Pro Leu Thr Gly Tyr Xaa Ala Lys Pro Cys Trp Pro 
595 600 605 

Ser Pro Glu Trp Pro Leu Pro Ser Cys Gly Glu Gly Ser Xaa Xaa Gly 
610 615 620 

Ala Ser Gly Arg Leu Trp Leu Pro Ser Ala Phe He Cys Leu Xaa Phe 
625 630 635 640 

Ser Leu Ala Ser Lys Gly Trp Trp Pro Pro Leu Phe Arg Met Leu Gly 
645 650 655 

Asn Ser Glu Arg Arg Glu Leu Phe Leu Ala Glu Phe Val Thr Xaa Val 
660 665 670 

Arg Val Asp His Gly Gly Leu Ala Ala Gly Asn Leu Ser Cys Xaa Leu 
675 680 685 
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Leu Cys Ala Pro His Ser lie Ser 
690 695 

Trp Gly Cys Arg Trp Pro Ser Ser 
705 710 

Asp Thr Thr Cys Ser Ser Thr Arg 
725 

Cys Ala Ser Thr Asp Ser Asp Phe 
740 

Leu Glu Lys Leu Trp Thr Ser Ser 
755 760 



Leu Ser Leu Cys Leu Gly Gly Lys 
700 

His Pro Gly Tyr Ser Lys Xaa Ala 

715 720 

Leu Thr Arg Cys Leu Gin Xaa Val 
730 735 

Arg Lys Ser Lys Lys Lys Lys Lys 
745 750 



<210> 10 
tl <211> 753 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> UNSURE 
<222> (10) 

<220> 

<221> UNSURE 
<222> (13) 

<220> 

<221> UNSURE 
<222> (32) 

<220> 

<221> UNSURE 
<222> (48) 

<220> 

<221> UNSURE 
<222> (80) 

<220> 

<221> UNSURE 
<222> (87) 

<220> 

<221> UNSURE 



<222> (96) 
<220> 

<221> UNSURE 
<222> (100) 

<220> 

<221> UNSURE 

<222> (127) 

<220> 

<221> UNSURE 

<222> (137) 

<220> 

<221> UNSURE 

<222> (142) 

<220> 

<221> UNSURE 

<222> (144) 

<220> 

<221> UNSURE 

<222> (166) 

<220> 

<221> UNSURE 

<222> (176) 

<220> 

<221> UNSURE 

<222> (192) 

<220> 

<221> UNSURE 

<222> (196) 

<220> 

<221> UNSURE 

<222> (224) 

<220> 

<221> UNSURE 

<222> (233) 



<220> 

<221> UNSURE 



<222> (240) 



<220> 

<221> UNSURE 
<222> {245} 

<220> 

<221> UNSURE 
<222> (272) 

<220> 

<221> UNSURE 
<222> (288) 

<220> 

<221> UNSURE 
<222> (320) 

<220> 

<221> UNSURE 
<222> (336) 

<220> 

<221> UNSURE 
<222> (352).. (353) 

<220> 

<221> UNSURE 
<222> (363) 

<220> 

<221> UNSURE 
<222> (368) 

<220> 

<221> UNSURE 
<222> (371) 

<220> 

<221> UNSURE 
<222> (383) . . (385) 

<220> 

<221> UNSURE 
<222> (410) 

<220> 

<221> UNSURE 



mm 



ISA225REF>LY 



<222> (416) 
<220> 

<221> ONSURE 
<222> (432) 

2 <220> 

<221> UNSURE 
1j <222> (438) 

<220> 

<221> UNSURE 
<222> (464) 

<220> 

=|j <221> UNSURE 

<222> (480) 

% <220> 

<221> UNSURE 
<222> (487) 

<220> 

<221> UNSURE 
<222> (495) . . (497) 

<220> 

<221> UNSURE 
<222> (505) 

<220> 

<221> UNSURE 
<222> (512) . . (513) 

<220> 

<221> UNSURE 
<222> (522) 

<220> 

<221> UNSURE 
<222> (528) 

<220> 

<221> UNSURE 
<222> (550) 

<220> 

<221> UNSURE 

— — — 



ISA22 



<220> 

<221> UNSURE 
<222> (560) 

<220> 

<221> UNSURE 
<222> (574) 

<220> 

<221> UNSURE 
<222> (576) 

<220> 

<221> UNSURE 
<222> (589) 

<220> 

<221> UNSURE 
<222> (591) 

<220> 

<221> UNSURE 
<222> (608) 

<220> 

<221> UNSURE 
<222> (624) 

<220> 

<221> UNSURE 
<222> (652) 

<220> 

<221> UNSURE 
<222> (656) . . (657) 

<220> 

<221> UNSURE 
<222> (662) . . (663) 

<220> 

<221> UNSURE 
<222> (672) 



<220> 

<221> UNSURE 



§us6bi6900 



JSA225REPLY 



<222> (702) 
<220> 

<221> UNSURE 
<222> (704) 

*! <220> 
J! <221> UNSURE 

<222> (718) 

£: <220> 

<221> UNSURE 
l \\ <222> (720) 

=£: <220> 

=|j <221> UNSURE 

<222> (723) 

<220> 

<221> UNSURE 
<222> (734) 

<220> 

<221> UNSURE 
<222> (743) 

<220> 

<221> UNSURE 
<222> (752) 

<400> 10 

He Arg His Glu His Gly Glu Glu Thr Xaa Glu Val Xaa Asn Lys Glu 
15 10 15 

Ala Pro Gly Ala Pro Pro Val Ser Pro Arg Gly Ala Arg Gly Gly Xaa 
20 25 30 

Arg Arg Pro Cys Gly Pro Pro Val Lys Tyr His Tyr Ser Asp Arg Xaa 
35 40 45 

Thr Asp Pro Val Arg Arg Gly Gly Glu Pro Arg Gly Ala Leu Ala Gly 
50 55 60 

Ala Lys Arg Pro Ala Ala Arg Arg Pro Gly Ala Thr Arg Ser Gly Xaa 
65 70 75 80 

Ser Ala Arg Trp Gly Val Xaa Leu Gly Arg Tyr Thr Cys Gin Thr Xaa 
85 90 95 

^Printed:20-09^2001 epoline : File Inspection §^ 
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Gin Val Ser Xaa Gly Glu Leu Arg Glu Asp Arg Asn Leu Pro Trp Arg 
100 105 no 

Arg Ala Lys Ala Arg Leu He Leu He Phe Ser Thr Asn Thr Asp Xaa 
US 120 125 

Glu Ser Gly Ala Ser Arg Ser Phe Xaa Pro Phe Gly Phe Xaa Ala Xaa 
130 135 140 

Val Arg Lys Val Thr Thr Gly He Thr Gly Leu Trp Arg Pro Ser His 
"5 150 155 160 

Ser Asp Val Ala Phe Xaa Ser Phe Asp Val Gly Ser Ser Tyr His Xaa 
165 170 175 

Glu Ala Glu Phe Thr Lys Arg Trp He Val His Pro Leu He Gly Xaa 
180 185 190 

Ser Trp Val Xaa Thr Val Val Arg Gin Val Ser Phe Thr Leu Leu Met 
195 200 205 

Cys Cys Cys His Gly Asn Pro Ala Gin Tyr Glu Arg Asn Arg Arg Xaa 
210 215 220 

Arg His Leu Val Tyr Val Leu Gly Xaa Gly Ala Asn Gly Ala Lys Xaa 
225 230 235 240 

Ser Val Gly Leu Xaa Leu Asn Ala Ser Lys Ser Glu Ser Arg Pro Gly 
245 250 255 

Thr He Arg Gin Arg Arg Gly Ala Ser Val Gly Leu Gly Xaa Pro Xaa 

260 265 270 

Pro Arg Leu Ser Pro Pro Ala Gly Arg Pro Pro Pro Ser Thr Arg Xaa 
275 280 285 

Arg Ala Gly Gly Arg Val Pro Arg Arg Ala Pro Gly Pro Gly Ser Ala 
290 295 300 

Glu Cys Pro Ser Ser Trp Glu Thr Gly Arg Gly Arg Lys Gly Gly Xaa 
305 310 315 320 



Pro Leu Ala Arg His Ala Pro His Val Arg Ala Arg Ala Glu Phe Xaa 
325 330 335 



Ser Ser Thr He His Asn Arg His Thr Ser Ala Cys He Phe Met Xaa 
340 345 350 



; ISA225RERLY 



Xaa lie Leu Phe Leu Trp Val Asp He Gin Xaa Trp Asp Cys Xaa Xaa 

355 360 365 



Thr Trp Xaa Phe Tyr Phe Trp Phe He Glu Lys Ser Ser Tyr Xaa Xaa 
370 375 380 



Xaa Arg Leu Tyr Lys Phe Thr Ser Leu Pro Ser Asp Phe Phe Lys Glu 
385 390 395 400 



Arg Met Val Trp Arg Asn Ala Pro His Xaa Tyr Pro Pro Phe Thr Xaa 
405 410 415 



Leu Leu Gin Asn Asp Phe Lys Gly Tyr Arg Tyr Leu Gin Val Ser Xaa 
420 425 430 



Arg Gin He Glu Tyr Xaa Asn Phe Cys He Arg Gly Thr Asp Phe He 
435 440 445 



Gin Ser Cys Met Asn Lys Asp Lys Cys Ser Arg Asp Leu Gin Ser Xaa 
450 455 460 



Asn Trp Lys Ser Gin Met Lys Tyr He Ser Ser Ser Thr Thr Ser Xaa 
465 470 475 480 



Ser Thr Glu Leu Ala Leu Xaa Ser Ser Leu He Pro Thr Tyr Xaa Xaa 
485 490 495 



Xaa Lys Gly Phe He Ser Asn He Leu Xaa Gly He Lys He Lys Xaa 
500 505 510 



Xaa Val Lys Leu Phe Ser Leu Ala Phe Xaa Phe Gin Asn He Lys Xaa 
515 520 525 



Pro Ser He Gly His Leu Tyr Cys Thr Arg His Cys Val Cys His Ser 

530 535 540 



Lys Met Phe Ser Trp Xaa Cys Ser Gin Xaa Phe Cys Arg Val Arg Xaa 
545 550 555 560 



Ser Leu Thr Val Val Arg Leu Phe Ser Lys Arg Asn Leu Xaa Thr Xaa 
565 570 575 



Phe Asn Leu Arg Lys Val Ser Asn Arg Thr Arg Thr Xaa Thr Xaa He 
580 585 590 



Thr Leu Gin He Ser Pro Tyr His Thr Ala Ser Thr Cys Ala Cys Xaa 
595 600 605 
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Leu He Pro Gly Ser Cys Tyr Phe Pro Phe Tyr Phe Leu Ser Leu Xaa 
610 615 620 

Thr Thr Pro Phe Ser Pro His Phe Phe Ser Phe Phe Leu He Val Tyr 
625 630 635 640 

He Thr Asn Thr Cys Leu Ser Glu Gin Leu He Xaa His Lys Arg Xaa 
645 650 655 

Xaa Ser Thr Gly Glu Xaa Xaa Leu He Pro Val He Leu Ala Leu Xaa 
660 665 670 

Ala Lys Ala Gly Arg Ser Leu Glu Ser Arg Val Arg Asp Gin Pro Gin 
675 680 685 

His Gly Glu Thr Leu Ser Leu Gin Lys Asn Thr Lys He Xaa Pro Xaa 
690 695 700 

Val Leu Ala His Thr Cys Ser Leu Ser Tyr Ser Glu Gly Xaa Gly Xaa 
7 °5 710 715 " 720 

He Asp Xaa Ala Gin Glu Val Glu Ala Ala Ala Val Arg Xaa Asp Ala 
7 25 730 735 

He Ala Leu Gin Pro Gly Xaa Glu Arg Glu Thr Leu Ser Gin Lys Xaa 
740 745 750 

Lys 





